Quantitative single (few) molecules' dynamic microscopy to decipher HIV -1 assemblyin
living cells.
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Generation of anew HIV-1 viral particle mainlyrelies onthe self-assembly of the structural
Gag polyprotein at the plasma membrane of hostT cells. This self-assembly is supported
onone side ofthe protein bythe viralgenomic RNA and onthe other side by specific lipids
of the plasma membrane. In order to generate a new enveloped viral particle, this finely
tuned mechanism has to overcome kinetic and cell mechanics energy traps. Thanks to
quantitative single (few) molecule microscopies, in additionto physical models, we could
identify some of these traps and show the role of cell membrane and proteins
(re)organization in assisting orimpeding the virus assembly.
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